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Supplementary Figure 1: Characterization of TXP antibody binding motifs. All used TXP antibodies 
were characterized as described in detail for the anti-FTNR antibody in Fehler! Verweisquelle konnte 
nicht gefunden werden.. Immunoprecipitation of 20 µg proteolyzed human cell line blend containing 
equal amounts of HepG2, HEK 293 and HCT116 was performed with each TXP antibody. The 
precipitated peptides were identified via non-targeted MS analysis. All c-termini which were enriched 
significantly by the immunoprecipitation were included in the motif. The antigen and intended target 
proteins are listed as well as the number of identified peptides and c-terminal tags the motif is based on. 
The peptide ratio describes the number of peptides containing the target antigen which were precipitated 
in comparison to the number of peptides determined by in-silico digest. 

 

 
 

 

 

 

 


