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IXS12676.1 inceta strain LEMI 221 185 rbosomal RNA ga il ipernal transeribed spacer | .85 riboscensl INA gene and internal transerbed spacer 2 complite saquence ae
TX512673 1 Rhodotorda mecilaginosa strain LEM] 214 155 rbosomal RNA gene partial i spacer | 5 85 ribascenal RNA gene and internal transcribed spacer 2 complete sequence ae
IX272796.1 B - strain LEMI 10mmbs 185 riks | BNA gene partis I transeribed spacer 1 £ 85 riboseanal RNA gene and nternal transcrbed spacer 2 complete sequencee

JXS512709.1 Rhodotorda meciaginesa strain LEMI 3020 185 rbosomal RNA gene partial sequence internal srasscribed spacer 1 5,86 rbosomal RNA geoe and intemal transcribed spacer 2 complete sequence n
TXE12692.1 Rbodotorse mlagioots s LEMI 1385 1S rhotounl RNA g patiad eqosncs ot kncrioed mpacs | 585 bosomal RNA geos e ihersl s spacs 2 comphte squcs s

IXSI2679.1 R nosa srain LEMI 179 155 ribosomal RNA ge cribed spacer 1 585 riboscmal RNA gene and nternal transcribed spacer 1 conplets sequence e
IX512681 1 Rhodotordks macilaginosn strain LEMI 320 15 nibosamal RNA, ge ial ieteral transcribed spacer | 5 85 ribosomal RNA gene and internal transcribed spacer 2 complete sequence ae
TX494370.1 Rbedotorda maecilagnosa strain LEMI | 1amb 185 ribosomal RNA pene partial Eacumal wanscribed spacer 1 585 rbosomal RNA gene and itermal transeribed spacer 2 conplte sequencee
2727951 Hhodotords wmecilagnsa strain LEMI Saub 185 ribosomal IENA gene partal sequence i spacer 1 585 sbosonal RNA gens and i spacer 2 complete sequence n

TXS12668 | Rhodotorsda mecilagincsn srain LEMI 130 185 rbosomal RNA gene partial sequence iemal transeribed spacer | § 85 ribascmal RNA gene and internal transcribed spacer 2 complete sequence ne
TXS12712.1 Rhodotora mocilaginosa strain LEMI 3201 185 ribosomal RNA gene partial seqoence internal amscribed spacer 1 5,85 rbosomal RNA genc and itermal transcribed spacer 2 complete sequence a
TX512698 1 Rhodotarda meacilaginosa strain LEMI 2495 mqwn\awmmemmml £ §5 rhosomal RNA, gene and intermal transcribed spacer 2 complete sequence o

TXSI2714.1 Rhodotords mucilagnesa strain LEMI 6190 185 rbosomal RNA gene partial seqaence & hed spacer | § 55 ribosomal ENA, geos and iternal transcribed spacer 2 complede sequence
IXSI2713.1 Rhodotorss puscilaginasa strain [ EMI 3275 185 ribosemsl RNA ol saqusnce i spaces 1 5. EINA goes and intemal transeribed spacer 1 coenplete taquence
TX512683 1 Rhodotorda mecilaginosa strain LEMI 467 155 rbosomal RNA gens partial ieeermal transcribed spacer | 5 85 ribosomal RNA gene and internal transcribed spacer 2 complete sequence ae
TX512680.1 Rhodotorus mocilagnoss strain LEMI 281 185 ribosomal RNA gene partial Etcrnal ronseribed spacer 1 585 ribosomal RNA gene and internal transcrdbed spacer 2 complete sequence ae

JX512667.1 Rhodotorua macilagnosa stain LEMI 17 185 riboscansl RNA gene partial sequence interal wamscribed spacer | 5,85 ribosomal RNA gene and imemal ranscribed spacer 2 complete sequence e
TXS12700 1 Rhodotord mecilagincsn srain LEM] 2595 185 ribassmal RNA gene partial sequence internal srasscribed spaces | 5.5 rbosomal RNA gene and intemal transeribed spacer 2 commplete sequence
TXS12697.1 Rhodotora mecilaginesa stain LEMI 2413 185 riboscensl RNA gene partial sequence internal samcsibed spaces 1 5,55 ribosomal RNA pee and itemal transeribed spacer 2 complete sequence
TX512696 1 Rhodotorda mecilaginosa stain LEMI 23348 185 ribosomal RNA gese partial sequence istermal transcribed spacer | 5 85 ribosomal RNA gene and internal transcribed spacer 2 complete sequencee
TXE12695.] Rbodotorda mrclagnosa stwaim LEMI 2265 185 dbesemal RNA gene partial sequence mtemal wasaibed spaca 1 5,55 rbosomal RNA peoe ad mtomal ransaibed spacr 2 couplete sequeke a
KY104880.1 Rhodotonls smelagiosa culture CBS334

TX512650 | Rbodotoruln muclaginasa strain LEMT 803 185 ribascenal RNA gene partial sequence internal masscribed spaces | 5 §5 rbosonal RNA pene e intemal manseribed spacer 2 complete sequence ae

9l 15512689, 1 Rhodotorula muciginosa straim LEM] 800 185 ribosomal RNA gene partial sequence i spacer 1 5.55 rbosomal RNA gene ad i spacer 2 complete sequence ac
TX512674 1 Rbodotorda mecilaginesa swain LEMI 213 185 rbosomal RNA gene partial i transcribed spacer | 5 85 ribascmal RNA gene and internal transcribed spacer 2 complete sequence ae
n(sm"o]m..am..a,-ziwm.u.-Lml,ulssa...,._lm\,\,_,.uvm“a.,_umdmlsuqhmnuwﬂmﬂewwn et srigsner o
TXS12688.1 B inosa strain LEMI 755 155 ribosomal RNA g cribed spacer 1 555 ribosomal KNA gene and nternal transcribed spacer 1 comgplete seguence as
TX512707 1 Rhodotordka mecilaginoss sorain LEMI 2955 185 ribosomal RNA gens partial sequence i spacer | 5 §5 ribosomal RNA gene and inereal transcribed spacer 2 complete sequence n
TKE12687.1 Rbodotonds muclagnosa swaim LEMI 740 185 s | RNA gene partial x | ibed spacer | 5.85 riboseenal RNA gene and mternal basaied spacer 1 conglete sequence ac
JXS12675.1 incsa swain LEMI 216 185 rib il BNA ges ial i | transcribed spacer 1 .45 rbosomal RNA gene and nternal transcribed spacer 2 complete sequence ae
mmsmm..d.u-hmamemrslxqm-mmwwuqﬂuemm«lguﬂlsssma'mw.dnmmm coenplete sequence sme
IXS12684.1 inosa strain LEMI 701 185 ribosomal RNA g transcribed spacer 1 5 85 ribosomal RNA gene and mtemal wanscribed spacer 2 complete sequence ae
TX512685 1 Rhodotordks macilaginosa strain LEMI 702 165 ribosomal RNA gene pantial sequence istemal ranscribed spacer 1 5 85 ribosomal RNA gene and internal tramscribed spacer 2 complete sequence ae
P{SE’GSIHwmmm'l'lsswﬁﬁnpwmmnmdwuISES:hv:de.\Am:mdmndvmnbodmxw.m::msn
JXS12668 1 Bhodotoraia mscilaginesa strain LEMI 131 185 rbosomal ENA g ] iternal transcribed spacer 1 5 85 ribosomal RNA gene and internal ranscribed spacer  compists sequence as
TXS512693 1 Rhodotorda mecilagincsn srain LEMI 1765 185 ribassmal RNA gene partinl sequence intermal smasscribed spaces | 5.5 rbosomal RNA pene and intemal transeribed spacer 2 commplete sequence
TN4943TL1 imosn strain LEMI | Samb 185 sibosomal BNA gene parti ¥ transcribed spacer 1 5 85 ribosomal RNA gene and internal transcribed spacer 2 complete sequencee
TNap437L] 3 strain LEMI 4amb 185 ribs | EMA gene partial sequence intemnal ranscribed spacer 1 385 ribosomal BMA gene and internal transcribed spacer 2 complete sequances
TXS12701 1 Rhodotords mescdagnoss strain LEM] 2675 lsshmnuwpu.rmg.ﬂmﬂnwmu 1 5,55 sbosomal RENA geoe and imtemal transcribed spacer 2 complete sequence 1
IX$12702.1 : in LEM] 2708 185 ribosomal ENA peme transcribed spacer 15 85 riboscmal RMA gene and internal transcribed spacer 1 complete sequence n

44} 1X512691 | Rhodotoruia mmsilaginosa srain LEMI 508 185 rbosonal RNA gene partial sequence imermal transcribed spacer | 5 85 ribosomal RNA gene and intemal transcribed spacer 2 complete sequence ae
THE12704.1 Rhodoterula muclagnosa stram LEMI 2843A 185 ribesomal RNA proe partial sequence itamal ranscribed spacs 1 2,85 sibosesnal RNA gene and mtemal transeribed spacer 2 cousplete seqaamces
JHAS4374,1 Rhodotorula muclaginos straim LEM] 35857 155 rbosomal ENA gene portial sequence imemal wranscribed spacer 1 5 85 ribosomal RNA gene and intemal transcribed spacer 2 complets sequencee
TX512706 | Rhodotoruls muclaginaca strain LEMI 2684 155 ribosomal RNA pene partial sequence intermal transcribed spacer | § 85 riboscmal RNA gene and internal transcribed spacer 2 complete sequence n
JXS12678.1 Rhodotoruls mucliginosa stram LEMI 258 155 ribosomal RNA gene pastial sequence intemal wamscribed spacer | 5.5 ribosomal ENA gene and intermal manscribed spacer 2 complete sequence as
JX512711 1 Rhodotorula muclaginosa straim LEMI 3166 155 rbosomal RNA gene partial sequence iternal transcribed spacer | § 85 riboscmal RNA gene and internal transcribed spacer 2 complete sequence n
JH499188. 1 Rhodotorula nuuclaygiosa stram LEMI 048 185 siboscmal BNA gene pastial sequence mbernal ramabed spacer | 5.85 dbesonal RNA proe md b d ibexd spoce 3 commplele sequ
Jul"mz|Mmmmmuu-_\-ﬂmm|ssmsk_\mwpmmemumws15ssmu,\pmmmww complete sequences

f nsl.«nmwm..-mmem* 155 rib I RNA gene partial sequence istemal ranscribed spacer 1 § 85 hasomal RNA gene and internal transcribed spacer 2 complete sequence n
JX8127150 i LEMI 6437 185 ribosomial RNA pene parti i transeribed spacer 1 5 85 ribosomal RNA gene and interal wanscribed spacer 2 complete sequence n
Ixs12710.0 - in LEMI 3051 1858 b | BMA gene partiad B | transcribed spacer 1 585 ribosomal RNA gene and internal transcribed spacer 2 complete sequence n

74 || R 073296 1 Rbadetorula muciwginass CBS 316 TTS egion from TYPE material

[ Hsb Caare 3463
Hia CMRP 3462
EKY104876.1 Rhwdotorda macilaginesa culse CBS 1011
KY104888.1 Fhodotonda macilaginesa cultare CBS:2772
JXS12705 1 Rhodotoreln dsrenensis sersin LEMI 2945 185 ribosomal RNA gene partial sequence internal ranserbed spacer | § 85 ribesomal RNA pene sad internal ranseribed spacer 2 complete seqence e
IX%12677.1 Rbodotonsa dsrenensis serain LEMI 230 185 BNA peme parti e transcribed spacer 1% 85 riboscmal RNA gene and mternal transcribed spacer 2 complete sequence me

by | AF 444500 | Rhodotorula dairenensis strain CBS 4406 185 ope

]

KY104732 | Rhedotoruly dazenensis cuhre CBS2202
1 KKY104734 1 Rhodotorils dairenansis culturs CBS7194
KY104733 1 Rhodotoruly dairenensis culnure CH! 5

_| KY455729.1 Bhodotorda pacifica strain AUMC 10761

®

2

| ABO26006.2 Rhodotorsda sp. $Y-96 genes for 185 tRNA ITS] 55 (RNA [TS2 265 riNA partal and complets sequence swain'SY .96
15y MG211391 | Rhodotorula taiwanessis strain YFA123595
27 1362113911 Rbodotonila taiwanersis strain YEA123895(2)

NR 157462 1 Rhodotorda téiwanensis CBS 11729 ITS region from TYPE material
EY104804.1 Rbodotonda sphacrocarpa culne CBS 10582
—{ KY104906.1 culhore CBS:1 2052
:’“ KY1045907 | Rhadosneuly sphuerccarps cunere CES:] 1867
NE 073269.1 CBS 5539 ITS region fom TYPE material
KY104922 | Rhodosoruls tonioides cukore CRS: 14

T3aLNR 183292 | Rhod i henches CBS 6016 ITS regon from TYPE material

NR 0732651 CHS 6566 1S regoa fr I'YPE nuaterial
AF444493 | Rhodotorda pabadigena strain CBS 6367

KY104891.1 Rhodotorda pabudigena cule CBS-H77

NE 0732821 Rhodotorula kratocndovas CBS TA36 ITS region from TYPE material
KY104758 1 Rhodotonda kratachnlonas culnre CES7193

72 | KY 1047811 Rbodotonsla ghetieis cdtwre CB52203

N 0732771 Rbodotorda araucasiae CBS 6031 TS region froe TYPE material
KY104717.1 Rhodotorda sravcaiae culoe CBS.7757

KY104786.1 Rhodotorula kratechnilovae culture CHS:332

KCY104724 1 Rhedotorua babjevas culture CBS347

fe[ K ¥104722.1 Rhodotorula babjovas culture CBS7809

K¥ 104723 1 Rhodatonda habjeve cubure CHS9071

Bl NR 077096 1 Rhodotorula babjevas CBS 7808 ITS region from TYPE maerial

NR 073191 inis CES 10 ITS region fom TYPE material
NR 0732731 Rhodotorula graminis CBS 2826 ITS region from TYPE material

E o JHE12671.1 Rhodotonda phitids strai LEMI 150 185 rboscmal BNA gene patial sequence mternal transcrbed spacer | 585 ot d RMNA di d ibed spacer 2 complets 4L

A1 IX512672.1 Phodotonda ghtisis strain LEMI 157 185 ribosomal RNA gene partial sequence mnternal transcribed spacer | 5.85 rbosomal BINA gene and imermnal rasscribed spacer 2 complete sequence and 2a
KY104774 1 Rhodotoruls dchenats canre CES:11064

KY104776.1 Rbodotorula dobovata care CES.11074

KY1H771 1 Rhodotondn diobovata culnmre CBS:11343

B EYI047 Bbodotesula dobovata cubae CBS: 11078

NE 0752711 Rhodotoruls dicbovats CBS 6085 ITS region fiom TYPE material

(10

NROTI2ET 1L i scoail CBS 5930 TS region from TYPE material

Supplementary Figure 1: Phylogenetic analysis of Rhodotorula mucilaginosa, based on ITS se-
quences constructed with Maximum likelihood, based on the Tamura-Nei model + Gamma distribution
(T92+G) implemented in MEGA v.7. Bootstrap support was calculated from 1000 replicates. (T) = type
strain of the species. Bootstrap values > 80 % were considered statistically significant.
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